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dehydration synthesis hydrolysis Carbohydrates
monosaccharides cellulose Lipids
hydrophobic phospholipids Nucleic acids
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nucleotides Proteins amino acids
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peptide bonds denature organelles
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Golgi
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diffusion Active transport Facilitated diffusion
carrier Osmosis Tonicity
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Water potential

Osmoregulation
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endocytosis
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endosymbiotic theory
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substrate
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electron transport
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. fermentation signals
chain
ligand receptor hormones
Signal transduction Feedback Negative feedback
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homeostasis Positive feedback cell cycle
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interphase mitosis checkpoints
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cancer Meiosis gametes
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homologous : Independent
Crossing over
chromosomes assortment
alleles genotype phenotype
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Homozygous heterozygous Incomplete dominance
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Codominance polygenic sex-linked
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codons Transfer RNA operons
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differential gene X i
expression mutation frameshift
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Evolution

Natural selection

variation

Fitness

adaptations

artificial selection

Population genetics

allele frequencies

gene flow
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genetic drift

Hardy—Weinberg

fossil record

homologous structures

vestigial structures

common ancestor

phylogenetic tree

Speciation

reproductively isolated
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diversity endosymbiosis ecosystems
producers consumers food chain
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trophic level population Exponential growth
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logistic growth

carrying capacity
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Density-dependent

Density-independent
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predation
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resilient

keystone species

ecological succession
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