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phospholipid phosphate hydrophilic
polar amino acid amino group
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channel protein cholesterol fluidity
glycolipid glycoprotein antigen
stability permeability partially permeable

membrane
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cell signalling ligand hormone
target cell receptor passive
energy diffusion concentration
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nucleus mitochondria vascular bundle
root hair cell 0SMOSIS apoplast pathway
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atmosphere hydrogen bond cohesion
tension adhesion xerophyte
adapted cuticle SUCTose
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lumen valve red blood cell
monocyte neutrophil lymphocyte
solvent specific heat capacity plasma
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tissue fluid
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partial pressure
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lungs capillary cartilage
ciliated epithelium cilia mucus
goblet cell mucous gland microbe
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transmit cholera bacterium
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— — —
AIDS immune system vaccine
10 TIo 0
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cell wall mutation resistance
immune system pathogen phagocyte
macrophage neutrophil phagocytosis
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— - —
selective reabsorption microvilli mitochondria
T - T
active transport osmoregulation hypothalamus




T14 T14 T14
B B i
A 1% |
lii yo i zi pu tdo tang
ri4 T14 1
L MAE PRI BRI
S IREN i pUEES AU
xian 1i ti wei réng mao xuan zé xing zhong x1 shou
T14 T14 T14

T i

xia gitu nao

shen tou tido jié

zhu dong yun shu




water potential

pituitary gland

antidiuretic hormone

aquaporin

cell signalling

glucagon

T14

conformational change

G-protein

T14

adenylyl cyclase




_— T14 T14
BN N,
)
PLAIRIER e K
kang i niao j1 su chui ti shui shi
ri4 T14 1
[ TN Y . » »
= MU =R EREE Lt KiEEEH
T e I 2 A 55 1% 1 S TR
yi gao xue tang su xi bao xin hao chuédn di shui tong dao dan bai
T14 T14 T14

SERicETNAd:

xian gan suan huan hua méi

G #EH

G dan bai

PR

gou xiang bian hua




second messenger
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protein kinase A
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Sensory neurone
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resting potential

membrane potential
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